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2022 Conference T-Shirt Design by Weixi Gu
The illustration presents a human brain, constructed from
depictions of structures of the SARM1 protein in its inactive
octameric state, as determined by cryo-electron microscopy.
The different colours reflect brain anatomy. SARM1 is an
executioner in axon degeneration. It is held in an inactive state
in healthy axons, maintaining axon health. Upon injury, SARM1 is
activated to initiate axon degeneration; this is depicted by white
SARM1 molecules radiating from the brain. Axon degeneration
leads to axon pathology in several neurodegenerative diseases,
such as Alzheimer's and Parkinson’s disease. Inhibiting SARM1 is
a way to block axon loss, hence a therapeutic candidate to
treat a wide range of neurodegenerative diseases. 

Figley, M. D*., Gu, W*., Nanson, J. D*., Shi, Y*., Sasaki, Y., Cunnea,
K., et al. (2021). SARM1 is a Metabolic Sensor Activated by an
Increased NMN/NAD+ Ratio to Trigger Axon Degeneration.
Neuron 109, 1118–1136. doi:10.1016/j.neuron.2021.02.009.
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WELCOME & IMPORTANT INFORMATION 

We are very excited to welcome you to the 47th Lorne Conference on Protein 

Structure and Function 2022. 

This year’s meeting is a hybrid meeting taking place at the Mantra Lorne and via 

Pheedloop. 

Bus Transfers: 

For arrival, buses will depart from Melbourne Airport and Southern Cross Station at 

11:00 AM and 11:30 AM respectively on Sunday, 6th of February (AEDT). 

At the conclusion of the conference, buses will depart from Lorne to Southern 

Cross Station and Melbourne Airport at 9:00 AM on Thursday 10th of February 

(AEDT). 

Venue: 

All posters and Sponsor exhibitions will take place in the Convention Centre. 

Plenary presentations will take place in the Heritage Ballroom, with the Heritage 

rooms reserved as extra viewing spaces.  

In-Person Posters: 

There are three poster sessions over day two and three of the conference. You 

have been allocated a session and you will be required to stand by your poster 

during that session to answer questions and meet colleagues with similar research 

interests. At the conclusion of your allocated poster time, you will be required to 

pack up your poster so the next lot of presenters can use the space. 

Virtual Platform: 

The virtual platform is available to ALL attendees and will house all e-posters for 

the duration of the conference. At the conclusion of the conference, content will be 

available on the virtual platform for post-conference viewing, except for 

presentations where publishing has been withheld.  
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Parents Viewing Room: 

The Walter and Eliza Hall Institute of Medical Research will again be supporting 

parents with young children attending the Lorne Proteins Conference in 2022. The 

room will have space for activities and play for children while parents will be able 

to listen to the presentations with the same AV projection. The Lorne Proteins 

Committee once again applauds this initiative. We are grateful to The Walter and 

Eliza Hall Institute of Medical Research for offering sponsorship to this initiative 

again that will offer a significant enhancement of access for all parents at the 

meeting. 

Exhibitor Prize Draw: 

Tickets can be earned from exhibition booths and placed in the competition box at 

the registration desk for the prize draw at the end of the conference.  

Please note, for every FULLY filled in exhibitor prize draw card the Lorne Proteins 

Committee will donate $5 to the Lorne Hospital. 
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SPONSORS 
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MAPS AND LAYOUTS 

MANTRA LORNE 



Resolve protein 
structures inside cells      

Cryo-electron tomography allows you to visualize and study proteins in 

their functional cellular environments at unprecedented resolution. This 3D 

imaging technique provides insights into complex supramolecular structures 

and assemblies that cannot be achieved by conventional purification and 

structural imaging methods.

The Thermo Scientific™ Aquilos™ 2 Cryo-FIB is a cryo-DualBeam™ (focused 

ion beam/scanning electron microscope) system dedicated to the preparation 

of frozen, thin lamella samples from biological specimens, now with 

automated workflow software. It maintains the vitrified cellular sample’s 

structural integrity and ensures its accessibility for tomographic imaging in a 

cryo-transmission electron microscope such as the newly released Thermo 

Scientific Krios™ G4 Cryo-TEM.

With the new Aquilos 2 Cryo-FIB, you can automate the fast production of 

multiple lamellas extracted from specific regions.

Cryo-electron tomography reveals a phase-separated protein degradation microcompartment at the ER membrane. Data courtesy of Dr. Benjamin Engel, 

formerly Max Plank Institute for Biochemistry, now Helmholtz Zentrum München. Data visualization with Thermo Scientific Amira™ Software.

New Features: Extended Cryo-Operation, 

Automation for Cryo-Milling, Cryo Slice 

and View and Cryo-Lift Out

For current certifications, visit thermofisher.com/certifications. © 2020 Thermo Fisher Scientific Inc. All rights reserved.  

All trademarks are the property of Thermo Fisher Scientific and its subsidiaries unless otherwise specified. AD020-02-2020 A4 

Find out more at thermofisher.com/aquilos2
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Conference Program 

Sunday, February 6th 

2:00 PM REGISTRATION OPEN 

3:30 PM OPENING REMARKS 

SPARROW SESSION 3:45 PM – 5:45 PM 

Chairs: Lindsay Sparrow & Leann Tilley 

Alastair G Stewart 

The six steps of the complete F1 -ATPase rotary catalytic cycle 

Onisha Patel 

Structural basis for small molecule targeting of Doublecortin Like Kinase 1 with 

DCLK1-IN-1 

Senthil Arumugam 

Early Endosomal Acrobatics (EEA) of EEA1 drives an emergent time-keeping in 

endosomal maturations 

Stephanie Gras 

Spike specific T cell mediated immunity in vaccinated and COVID-19 recovered 

individuals 

5:45 PM WELCOME RECEPTION 

YOUNG INVESTIGATOR AWARD SESSION 7:45 PM – 9:00 PM 

Chairs: Renae Ryan & Richard Birkinshaw 

Josh Hardy 

Viral metamorphoses: using cryo-EM to understand the maturation of flaviviruses 

Lisanne M. Spenkelink 

The E. coli helicase does not use ATP during replication

Raphael Trenker 

Structures of the active HER2/HER3 receptor complex reveal dynamics at the 

dimerization interface induced by binding of a single ligand 

Katrina A. Black 

Ion currents through Kir potassium channels are gated by anionic lipids 



Octet® 

BLI Label-Free 

Detection Systems for 

Biomolecular Interactions 

Analysis

iQue® 3

Advanced Flow  

Cytometry Platform

Accelerate research with rapid 

identification and characterization 
of lead candidates.

Incucyte® SX5 
Live cell analysis using  

real-time kinetic data 

Derive deeper and 

physiologically relevant 

information about your cells.

Fast-Track Your Next Discovery.

Never miss powerful insights again.

Continuous Innovation

As a trusted scientific partner, we deliver unique solutions to 

research challenges by providing best-in-class products for 

real-time analysis of biomolecular interactions in micro-volume 

sample sizes

Extensive Publication Success

With more than 5000 publications across various applications, 

Sartorius Bio-A systems have become indispensable tools in 

academic and bio-pharmaceutical research. From characterizing 

binding interactions and specificity to engineering proteins  

and antibodies. 

World Class Service

From validation, system qualification and preventative maintenance 

to reduce operating costs and maximize lab productivity, our 

experienced team of technical support, FAS and applications 

scientists are always available to work with you.

Why Choose Sartorius for Biologics Characterization Tools?

For more information
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9:00 PM TRADE MIXER 

END OF DAY 1 

Monday, February 7th

7:00 AM BREAKFAST 

SESSION 3 8:30 AM – 10:30 AM 

Chairs: Jon Oakhill & Erinna Lee 

Chuck Sanders 

Super-Trafficking of an Ion Channel as a Disease Mechanism 

Fiona Whelan 

Periscope Proteins’ at the host:microbe interface 

Bernhard C. Lechtenberg 

Structural basis of chain-type specificity and regulation of the Gordon-Holmes 

syndrome RBR E3 ubiquitin ligase RNF216 

Jeanne Stachowiak 

Stochastic mechanisms in membrane organization and curvature 

10:30 AM MORNING TEA 

SESSION 4 11:00 AM – 1:00 PM 

Chairs: Fasseli Coulibaly & Sarah Piper

Jian Payandeh 

Trapping and visualization of outer membrane protein folding intermediates 

Andrew M. Ellisdon 

Autoinhibition of the RAS master regulator neurofibromin revealed using cryo-EM 

Ashleigh Davey 

Improving safety and efficacy of chimeric antigen receptor (CAR)-T cell therapies 

Allison Kraus 

High resolution structures of infectious mammalian prions 

1:00 PM LUNCH 

1:15 PM SYNCHROTRON USERS GROUP MEETING 



Cytiva and the Drop logo are trademarks of  

Life Sciences IP Holdings Corporation or an affiliate.
©2021 Cytiva 

For local office contact information, visit cytiva.com/contact

CY26603-22Dec21

Let’s join forces 
to achieve the  
impossible  
Let’s work together to change the future 

of medicine. 

Visit us at booths 5 and 6 at this year’s 

Lorne Proteins to find out how we can 
help you with your research.

Learn more at
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3:00 PM THERMO FISHER WORKSHOP 

4:00 PM POSTER SESSION A 

6:00 PM DINNER AT LEISURE 

8:00 PM POSTER SESSION B & TRADE MIXER 

END OF DAY 2 

Tuesday, February 8th 

7:00 AM BREAKFAST 

SESSION 7 (Session 1 of Satellite Meeting) 8:30 AM – 10:30 AM 

Chairs: Jane Allison & Yu Heng Lau 

Adrian Elcock 

Toward molecular simulations of the bacterial cell 

Lynn Kamerlin 

Loop Dynamics and Evolution in the Protein Tyrosine Phosphatases Superfamily 

Elisa Fadda 

Fine-tuning the Spike: Role of the nature and topology of the glycan shield in the 

structure and dynamics of SARS-CoV-2 S 

10:30 AM MORNING TEA 

SESSION 8: LIGHTNING TALKS 11:00 AM – 1:00 PM 

Chairs: Nicole De Weerd & Brett Collins 

Ashleigh S. Paparella 

Inhibition of Clostridium difficile TcdA and TcdB toxins with transition state

analogues 

Chris Horne 

Membrane permeabilisation is mediated by distinct epitopes in mouse and human 

orthologs of the necroptosis effector, MLKL 

David M Thal 

Structural and dynamic mechanisms of allostery at the M4Â muscarinic 

acetylcholine receptor 



 ATA Scientific Pty Ltd  |  enquiries@atascientific.com.au  |  www.atascientific.com.au  |  +61 2 9541 3500 

AQS3PRO MEASURES 
PREVIOUSLY UNDETECTABLE 

SECONDARY STRUCTURE
Powered by Microfluidic Modulation Spectroscopy (MMS)

 THE AQS3PRO SYSTEM

Protein concentration quantified over 

a linear concentration range that 

extends from 0.1 to >200 mg/mL. 

• Automated multi-sample analysis

• Auto-referencing manages
interference from excipients

• 30x increase in sensitivity vs FTIR

• Compatible with almost all buffers

and additives; no labels or dialysis

Aggregation | Quantitation | Stability | Structure | Similarity 

MMS is the next generation infrared based spectroscopy platform for protein 

structure determination that provides critical insights into protein based drug 

development. Study vaccines, enzymes/ligand binding, Aggregate Quantitation, 

AAVs / DNA / mRNA gene therapies and more. 

TALK TO OUR SPECIALIST TEAM TODAY! 

Protein stability & aggregates assessed 

by tracking changes in secondary 

structure motifs at particular 

wavenumbers. 

Higher order structure analysis 

quantified with the fractional content 

of different secondary structure motifs. 

Protein structural similarity to detect 

< 2% Structural difference between 

samples. 

AQS3Pro: IR Based Label-Free Protein Characterisation 

mailto:enquiries@atascientific.com.au?subject=ASBMB%20ad
http://www.atascientific.com.au
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Rhiannon Morris 

Structural and functional analysis of target recognition by the lymphocyte adaptor 

protein LNK 

Adam M. Damry 

Electrodetection of small molecules by conformation-mediated signal 

enhancement 

Melanie Deitrich 

Blocking malaria transmission with nanobodies 

Josh Ramsay 

Structure-function studies of regulatory factors controlling quorum sensing and 

horizontal gene transfer in nitrogen-fixing symbiotic bacteria 

Lizelle Lubbe 

Insight into somatic angiotensin-1 converting enzyme structure and dynamics 

revealed by cryo-EM 

Jacob S. Lewis 

Cryo-EM studies of replication origin activation 

Session 2: Computational Biology 11:00 AM – 1:00 PM 

Chairs: TBC 

Megan O'Mara
Lipid modulation of neurotransmitter transporter     
function

Carlos Rodrigues 

Computational Tools to Help Understand and Map Protein-Protein Interactions 

Sarah J. Piper 

Dynamic drug targets: Using Cryo-EM data and MD simulations to create realistic 

3D animations of GPCR complexes 

Albert Ardevol 

structure and in-silico based protein engineering 

Haibo Yu 

Disruption of water networks is the cause of human/mouse species selectivity in 

urokinase plasminogen activator (uPA) inhibitors derived from hexamethylene 

amiloride (HMA)

This session is sponsored by 
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Carus Lau 

Structural Basis of Rapid and Voltage Dependent Inactivation of HERG Potassium 

Channels 

Stephanie Portelli 

Harnessing RNA polymerase protein structure to predict drug resistance in 

tuberculosis and COVID-19 

1:00 PM LUNCH 

1:00 PM TWIST BIOSCIENCE WORKSHOP 

2:00 PM COMPUTATIONAL BIOLOGY WORKSHOPS 

4:00 PM POSTER SESSION C 

6:00 PM DINNER AT LEISURE 

THE EUROPE SESSION 10 7:45 PM – 9:00 PM 

Chairs: Charlie Bond & Begoña Heras 

Adrian Mulholland 

Multiscale simulation of enzyme catalytic mechanisms: dynamics, evolution and 
design 

N. Amy Yewdall 

Approximating the nucleoli with proteins and RNA: shaping condensate dynamics

with ATP:Mg2+

Robert Tampé 

Machineries and Supercomplexes in Cellular Quality 

Control and Adaptive Immunity 

10:00 PM TRADE MIXER 

END OF DAY 3
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Wednesday, February 9th 

7:00 AM BREAKFAST 

SESSION 11 8:30 AM – 10:30 AM 

Chairs: James Murphy & Bostjan Kobe 

Hao Wu 

Inflammasomes – the next frontier 

Chi-Min Ho 

Structural Parasitology of Malaria Parasites 

Alisa Glukhova 

Understanding ligand binding to adenosine receptors using cryo-EM 

Henry Maun 

allosteric inhibition via exosite antibodies 

10:30 AM MORNING TEA 

SESSION 12 11:00 AM – 1:00 PM 

Chairs: Emily Furlong & Debnath Ghosal 

Elizabeth Villa 

Opening Windows into the Cell: Bringing Structure into Cell Biology using Cryo-

Electron Tomography 

Thomas Ve 

Crystal and Cryo-EM structures provide insight into how pro-neurodegenerative 

SARM1 is activated and cleave NAD+ 

Phillip Pymm 

Development of Antibody-Based Therapeutics for COVID-19 

Junyu Xiao 

Molecular mechanism of secretory IgM and IgA

1:00 PM ORACLE WORKSHOP 

1:00 PM LUNCH 

3:00 PM BRUKER WORKSHOP 
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LEACH LECTURE 4:00 PM – 5:30 PM 

Chair: Melissa Call 

Leann Tilley 

Seeing is believing: From cellular machinery to molecular movies to malaria 

therapies 

5:30 PM POSTER PRIZES AND CONFERENCE CLOSING 

7:30 PM CONFERENCE DINNER 

9:00 PM SUPPER PARTY 

END OF DAY 4 



Oryx protein crystallization robots from Douglas Instruments feature a 

greater choice of experiments than any other robot including

• Hanging drop 24 well cover slide dispensing

• Sitting drop screening

• Microbatch-under-oil (with automatic oil dispensing)

• Lipidic Cubic Phase dispensing

• Optimization with reservoir filling. Dispense up to 500 µl per well

Less sample is wasted by the robot when setting up experiments. 
Consumable costs are lower as re-usable microtips are used for screening 
and optimization
(

• 10.0 μl protein required for a 96 well screen (100+100 nl)

• Microbatch-under-oil with automatic oil dispensing. Dispense drops down to
70+70 nl

Techniques such as rMMS microseeding can be used to get better diffracting 
crystals and to reliably control the number of crystals. Cross-seeding 
approaches can be used for crystallization of homologous proteins

• Screen with un-diluted seed stock for best results

• 1.5 μl seed-stock required for a 96 well screen (10 nl per drop)

Douglas Instruments

http://www.douglas.co.uk/mms.htm
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INVITED SPEAKERS 

Prof Adrian Elcock 

University of Iowa, 

USA 

Dr Elisa Fadda 

Maynooth 

University, Ireland 

Prof Chi-Min Ho 

Columbia 

University, USA 

Prof Lynn Kamerlin 

Uppsala University, 

Sweden 

Dr Allison Kraus 

Case Western 

Reserve University, 

USA 

Prof Adrian 

Mulholland 

University of Bristol, 

UK 

Dr Jian Payandeh 

Genetech Inc., USA 

Prof Charles 

Sanders 

Vanderbilt 

University, USA 
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INVITED SPEAKERS 

A/Prof Jeanne 

Stachowiak 

The University of 

Texas, USA 

Prof Robert Tampé 

Goethe University 

Frankfurt, Germany 

Prof Leann Tilley 

University of 

Melbourne, 

Australia 

A/Prof Elizabeth 

Villa 

University of 

California San Diego 

& Howard Hughes 

Medical Institute, 

USA 

Prof Hao Wu 

Boston Children’s 

Hospital, USA 

Dr Junyu Xiao 

Peking University, 

China



Find out m
ore at th

e
r
m
o
fi
s
h
e
r.c

o
m
/K

r
io
s

A
u

to
lo

a
d

e
r 

S
am

ples can be retrieved and 
transferred contam

ination free 
to another autoloader equipped 
m

icroscope for re-investigation – 
optim

al tool connectivity

E
-C

F
E

G

C
old field em

ission gun optim
ized for low

energy spread (≤
0.3 eV

) enables higher
contrast at highest resolutions (≤

2.0 Å
) in

a shorter tim
e

F
a

lc
o

n
 4

 D
ire

c
t E

le
c

tro
n

 D
e
te

c
to

r 

S
peed, productivity, and efficient 

data com
pression w

ithout 
com

prom
ising im

age quality

S
e

le
c

tris
 X

 Im
a
g

in
g

 F
ilte

r 

S
table, zero-loss energy filtering 

for atom
ic-resolution cryo-EM

 

K
rios G

4
D

esigned for true 
atom

ic-resolution 
cryo-EM

 and speed

F
o

r c
u

rre
n

t c
e

rtifi
c

a
tio

n
s
, v

is
it th

e
rm

o
fi

s
h

e
r.c

o
m

/c
e

rtifi
c

a
tio

n
s
. ©

 2
0

2
1

 F
E

I C
om

p
an

y. A
ll rig

h
ts reserved

. A
ll trad

em
arks are 

th
e p

rop
erty of T

h
erm

o F
ish

er S
cien

tifi
c In

c. an
d its su

b
sid

iaries u
n
less oth

erw
ise sp

ecifi
ed

. P
S

0
1
4

8
-E

N
-0

6
-2

0
2

1



15 

SESSION SPEAKERS 

Dr Albert Ardevol 

CSIRO, Australia 

Dr Carus Lau 

Victor Chang Cardiac Research Institute, 

Australia 

Dr Senthil Arumugam 

Monash Biomedical Discovery Institute, 

Monash University, Australia 

Dr Bernhard Lechtenberg 

Walter and Eliza Hall Institute of Medical 

Research, Australia 

Dr Katrina Black 

Walter and Eliza Hall Institute of Medical 

Research, Australia 

Dr Jacob Lewis 

Francis Crick Institute, Australia 

Dr Ashleigh Davey 

Walter and Eliza Hall Institute of Medical 

Research, Australia 

Dr Lizelle Lubbe 

University of Cape Town, South Africa 

Dr Adam Damry 

Australian National University, Australia 

Dr Henry Maun 

Genentech Inc., USA 

Dr Melanie H. Dietrich 

Walter and Eliza Hall Institute of Medical 

Research 

Dr Rhiannon Morris 

Walter and Eliza Hall Institute of Medical 

Research, Australia 

Dr Andrew M. Ellisdon 

Monash University, Australia 

Dr Ashleigh S. Paparella 

Albert Einstein College of Medicine, USA 

Prof Stephanie Gras 

La Trobe University, Australia 

Dr Onisha Patel 

Walter and Eliza Hall Institute of Medical 

Research, Australia 

Dr Joshua Hardy 

Walter and Eliza Hall Institute of Medical 

Research, Australia 

Dr Phillip Pymm 

Walter and Eliza Hall Institute of Medical 

Research, Australia 

Dr Chris R. Horne 

Walter and Eliza Hall Institute of Medical 

Research, Australia 

Dr Sarah Piper 

Monash Institute of Pharmaceutical Sciences, 

Monash University, Australia 
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SESSION SPEAKERS 

Dr Stephanie Portelli 

Baker Heart and Diabetes Institute, University of Queensland, Australia 

Dr Joshua P. Ramsay 

Curtin University, Australia 

Dr Carlos Rodrigues 

Baker Heart and Diabetes Institute, University of Queensland, Australia 

Dr Lisanne Spenkelink 

University of Wollongong, Australia 

Dr Alastair Stewart 

Victor Chang Cardiac Research Institute, Australia 

Dr David Thal 

Monash Institute of Pharmaceutical Sciences, Monash University, Australia 

Dr Raphael Trenker 

University of California, USA 

Dr Thomas Ve 

Griffith University, Australia 

Dr Fiona Whelan 

University of Adelaide, Australia 

Dr N. Amy Yewdall 

Radboud University, Netherlands 

Dr Haibo Yu 

University of Wollongong, Australia 
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SPONSORS 

Booth 16 

BMG LABTECH celebrates over 30 years of 
providing the highest level of performance 
in multimode microplate reading 
technology. From DNA/protein assays, to 
monitoring gene expression, ROS, cell 
viability and cytotoxicity, to drug discovery 
and high throughput screening. Visit our 
team at BOOTH#16 to find out what’s new! 

Booth 1 

Bruker is driven by a single idea: to provide 
the best technological solution for each 
analytical task. Our systems enable a wide 
range of customers in academia, research 
and industry – chemistry, petrochemistry, 
pharmaceuticals, metals, semiconductor, 
cement, minerals & mining, forensics, 
environment, art & conservation, 
nanotechnology and life sciences – to make 
technological advances and accelerate 
their progress. 

Booths 5 & 6 

Cytiva is a global provider of technologies 
and services that advance and accelerate 
the development and manufacture of 
therapeutics. We have a rich heritage 
tracing back hundreds of years, and a fresh 
beginning since 2020. 
Our customers undertake life-saving 
activities ranging from fundamental 
biological research to developing 
innovative vaccines, biologic drugs, and 
novel cell and gene therapies. Our job is to 
supply the tools and services they need to 
work better, faster and safer, leading to 
better patient outcomes. 
Cytiva is a trusted partner to customers 
that range in scale and scope, Cytiva brings 
efficiencies to research and manufacturing 
workflows, ensuring the 
development, manufacture and delivery of 
transformative medicines to patients. 
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Booth 15 

Genesearch is home of the e•Freezer and 
Australian distributor of Cell Signaling 
Technology antibodies; Cisbio HTRF 
assays; Thompson filter vials and flasks; 
GENEWIZ gene synthesis and NGS 
services; Preomics peptide sample prep 
kits; Hello Bio small molecules and 
biochemicals; Geneware plasticware, and 
New England Biolabs molecular biology 
reagents. 

GenScript is the world’s leading biotech 
company providing life sciences services 
and products. With gene synthesis, 
peptide, protein, antibody, and preclinical 
drug development service capabilities, we 
are internationally recognized as a leading 
biotech company specializing in 
fundamental life sciences research and 
early-phase drug discovery services. 
Driven by the corporate mission of 
"making people and nature healthier 
through biotechnology", GenScript strives 
to become the most trustworthy biotech 
company in the world 

Mimotopes has been a innovator in the 
Peptide Synthesis Industry for over 30 
years, providing critical tools for 
researchers worldwide. 
Our one-stop-shop online offers: Peptide 
Library Synthesis, Peptide Pools, Custom 
Peptides, Antibody and Assay Services, 
Catalogue Peptides, and Reagents. 
Call or email us to propel your research to 
new heights! 
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Oracle for Research partners with 
academic, educational, and institutional 
researchers in all aspects of discovery. We 
believe researchers shouldn’t be held back 
by tech, which is why we’ve made it simple 
for them to host, store and analyze their 
data with our cloud infrastructure 
solutions. Our research customers are 
changing the world: we just help them do 
it.  

Booth 2 

Pall Laboratory is your partner for 
laboratory filtration and purification. 
Maximize processing accuracy, speed, and 
reliability with our comprehensive 
filtration and separation portfolio. 
As a global supplier of filtration and 
separation technologies designed for 
laboratory applications, we maintain close 
ties with scientists, researchers and 
laboratory technicians worldwide to 
ensure our solutions offer accurate results, 
scalability, impressive ratings, and ease-of-
use. 

Booth 11 

Sartorius is a partner of the life science 
research and biopharmaceutical 
industries, empowering biotech scientists 
and engineers across the world with 
application support to simplify and 
accelerate progress in the development 
and manufacturing of medications and 
achieve technological breakthroughs in 
new therapeutics that lead to better 
health for more people.  
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Booths 13 & 14 

Thermo Fisher Scientific is the world 
leader in serving science. We serve both 
academic and industrial life sciences 
researchers, providing an unmatched 
combination of complete workflow 
solutions ranging from cryo-EM structural 
determination of macromolecular 
complexes and protein sociology, in the 
native state, to reconstruction of 3D 
architecture of tissues and cells. Our 
solutions help researchers unlock the 
mysteries of underlying protein function 
and cellular process and bridge the gap 
between basic science and translational 
therapeutics. We also supply innovative 
solutions for the world’s pharmaceutical 
and biopharmaceutical industries. With 
applications that span the drug 
development process—from drug 
discovery through large-scale commercial 
production—we provide a broad range of 
products and services including single-use 
technologies, customized fluid transfer 
systems, high-quality media and sera, 
freezing and storage equipment, and 
innovative consumables and reagents, 
purification, and analytics. 

Booth 8 

TrendBio is a specialised instrument and 
consumable supplier servicing the 
Australian and New Zealand scientific and 
diagnostic markets. With leading products 
across the divisions of Genomics, 
Proteomics, Cell Biology, Imaging, Biologics 
and Chemistry. We are committed to 
establish trusted partnerships with the 
research communities to empower your 
innovative work.  
For more information, visit 
http://www.trendbio.com.au or contact us 
at info@trendbio.com.au 

mailto:info@trendbio.com.au
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At Twist Bioscience, we work in service of 
people who are changing the world for the 
better. In fields such as health care, 
agriculture, industrial chemicals and data 
storage, our unique silicon-based DNA 
Synthesis Platform provides precision at a 
scale that is otherwise unavailable to our 
customers. For more information about 
our products and services, please visit 
www.twistbioscience.com or follow our 
Twitter feed 
https://twitter.com/TwistBioscience. 

Whether at work discovering new 
pharmaceuticals, inventing new and more 
effective ways to treat diseases, assuring 
the safety of the world’s food and drinking 
water supplies, monitoring and controlling 
pollution, or characterising materials, 
scientists worldwide rely on Waters liquid 
chromatography, mass spectrometry, 
column and sample preparation products 
and data solutions. 
Contact Waters Australia 1800 222 133 or 
customercareAU@waters.com.  
Further information www.waters.com 

WEHI is where the world’s brightest minds 
collaborate and innovate to make life-
changing scientific discoveries that help 
people live healthier for longer. Our 
medical researchers have been serving the 
community for more than 100 years, 
making transformative discoveries in 
cancers, infectious and immune diseases, 
developmental disorders and healthy 
ageing.   
WEHI brings together diverse and creative 
people with different experience and 
expertise to solve some of the world’s 
most complex health problems. With 
partners across science, health, 
government, industry and philanthropy, 

https://twitter.com/TwistBioscience
mailto:customercareAU@waters.com
http://www.waters.com/
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we are committed to long-term discovery, 
collaboration and translation. At WEHI, we 
are brighter together.   
Find out more at www.wehi.edu.au 

EXHIBITION AND POSTER HALL LAYOUT 
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